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Figure 3A 



Target sequence is /^CTCGGTTMTAACGACATG (SEQ ID NO : 13) _ 
Position in gene sequence: 423 
GC content: 38.1% 

Sense strand siRNA: GUCGGUUAAUAACGACAUGtt (SEQ ID NO 14) 
Antisense strand siRNA: CAUGUCGUUAUUAACCGACtt (SEQ ID NO: 15) 



Target sequence 2: AACGACATGATAGTCACTGAC (SEQ ID NO : 16) 
Position in gene sequence: 435 
GC content: 42.9% 

Sense strand siRNA: CGACAUGAUAGUCACUGACtt (SEQ ID NO: 17) 
Antisense strand siRNA: GUCAGUGACUAUCAUGUCGtt (SEQ ID NO: 18) 



Target sequence V: MCAACGGtGCAGTCAAGTTT (SEQ ID NO: 19) 
Position in gene sequence: 456 
GC content: 42.9% 

Sense strand SiRNA: CAACGGUGCAGUCAAGUUUtt (SEQ ID NO: 20) 
Antisense strand siRNA: AAACUUGACUGCACCGUUGtt (SEQ ID NO: 21) 



"target sequence 4TAACGCTGCAGTCAACTTTCCA '( NO 22) 

Position in gene sequence: 459 
GC content: 47.6% 

Sense strand siRNA: CGGUGCAGUCAAGUUUCCAtt (SEQ ID NO: 23) 
Antisense strand siRNA: UGGAAACUUGACUGCACCGtt (SEQ ID NO: 24) 



Target sequ^^ ^ _ . 

Position in gene sequence: 471 
GC content: 33.3% 

Sense strand siRNA: GUUUCCACAACUGUGUAAAtt (SEQ ID NO: 26) 
Antisense strand siRNA: UUUACACAGUUGUGGAAACtt (SEQ ID NO: 27) 



Target sequence ei AAATCCTGCATGAGCAACTGC {sEQ ID NO : 28) 
Position in gene sequence: 528 
GC content: 47.6% 

Sense strand siRNA: AUCCUGCAUGAGCAACUGCtt (SEQ ID NO: 29) 
Antisense strand siRNA: GCAGUUGCUCAUGCAGGAUtt (SEQ ID NO: 30) 

Target sequence YfAAG^^ _ . . .. 

Position in gene sequence: 580 
GC content: 47.6% 

Sense strand siRNA: GUCUGUGUGGCUGUAUGGAtt (SEQ ID NO: 32) 
Antisense strand siRNA: UCCAUACAGCCACACAGACtt (SEQ ID NO: 33) 



Target sequence 8: AAAGAATGACGAGAACATAAC ' (SEQ ID NO: 34) 

Position in gene sequence: 602 
GC content: 33.3% 
Sense Strand siRNA: AGAAUGACGAGAACAUAACtt (SEQ ID NO: 35) 
Antisense strand siRNA: GUUAUGUUCUCGUCAUUCUtt (SEQ ID NO: 36) 
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Figure 3B 



Target sequence 9: AATGACGAGAACATMCACTA (SEQID _NOj 37) 

Position in gene sequence: 606 
GC content: 33.3% 

Sense strand siRNA: U G ACG AG AACAU AACACU Att (SEQ ID NO: 38) 
Antisense strand siRNA: UAGUGUUAUGUUCUCGUCAtt (SEQ ID NO: 39) 



Target sequence 10: AACATAACACTAGAGAC^GTT (SEQID NO: 40) 

Position in gene sequence: 615 
GC content: 33.3% 

Sense strand siRNA: CAUAACACUAGAGACAGUUtt (SEQ ID NO: 41) 
Antisense strand siRNA: AACUGUCUCUAGUGUUAUGtt (SEQ ID NO: 42) 



Target sequence 1 11: AACACTAGAGA^GTTTGJXAj^EQ ID • n6: 43) , 

Position in gene sequence: 620 
GC content: 42.9% 

Sense strand siRNA: CACUAGAGACAGUUUGCCAtt (SEQ ID NO: 44) 
Antisense strand siRNA: UGGCAAACUGUCUCUAGUGtt (SEQ ID NO: 45) 



Target sequence l^AAGATGCTGCTTCTC^^ 

Position in gene sequence: 676 
GC content: 42.9% 

Sense strand siRNA: GAUGCUGCUUCUCCAAAGUtt (SEQ ID NO: 47) 
Antisense strand siRNA: ACUUUGGAGAAGCAGCAUCtt (SEQ ID NO: 48) 



target sequence 13: AAGCCTGGTGAGAGnTCTTC (SEQ ID NO_ 49)_ _ 
Position in gene sequence: 717 
GC content: 47.6% 

Sense strand siRNA: GCCUGGUGAGACUUUCUUCtt (SEQ ID NO: 50) 
Antisense strand siRNA: GAAGAAAGUCUCACCAGGCtt (SEQ ID NO: 51) 



target sequenced: MTGACAA^TG^tCTtCTCA (SEQ ID NO: 52) ; _ 
Position in gene sequence: 765 
GC content: 33.3% 

Sense strand siRNA: UGACAACAUCAUCUUCUCAtt (SEQ ID NO: 53) 
Antisense strand siRNA: UGAGAAGAUGAUGUUGUCAtt (SEQ ID NO: 54) 



Target sequence 15: AACATCATCTTCTCAGAAGAA (SEQ ID NO: 55) 
Position in gene sequence: 771 
GC content: 33.3% 

Sense strand siRNA: CAUCAUCUUCUCAGAAGAAtt (SEQ ID NO: 56) 
Antisense strand siRNA: UUCUUCUGAGAAGAUGAUGtt (SEQ ID NO: 57) 
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Figure 3C 

Target sequence l'6:~MGAATATAAC*^ 157_ ; 

Position in gene sequence: 787 
GC content: 33.3% 

Sense strand si RIM A: GAAUAUAACACCAGCAAUCtt (SEQ ID NO: 58) 
Antisense strand siRNA: GAUUGCUGGUGUUAUAUUCtt (SEQ ID NO: 59) 

'Tii?g€rts^iMn'eel7: _^TATAA<^C^GCAATOCTG^(S^Q ID NO: 60)_ 

Position in gene sequence: 790 
GC content: 38.1% 

Sense strand siRNA: UAUAACACCAGCAAUCCUGtt (SEQ ID NO: 61) 
Antisense strand siRNA: CAGGAUUGCUGGUGUUAUAtt (SEQ ID NO: 62) 



Target sequence 18: AACACCAGCAATCCTGACTTG (SEQ ID NO: 63) ; . 
Position in gene sequence: 795 
GC content: 47.6% 

Sense strand SiRNA: CACCAGCAAUCCUGACUUGtt (SEQ ID NO: 64) 
Antisense strand SiRNA: CAAGUCAGGAUUGCUGGUGtt (SEQ ID NO: 65) 

Target sequence '^/^TCX^^Gr^i^^S&i ID NO: 66) 
Position in gene sequence: 804 
GC content: 42.9% 

Sense strand siRNA: UCCUGACUUGUUGCUAGUCtt (SEQ ID NO: 67) 
Antisense strand siRNA: GACUAGCAACAAGUCAGGAtt (SEQ ID NO: 68) 



Target s"equ"ene£20^ 
Position in gene sequence: 921 
GC content: 47.6% 

Sense strand siRNA: GCUGAGUUCAACCUGGGAAtt (SEQ ID NO: 70) 
Antisense strand siRNA: UUCCCAGGUUGAACUCAGCtt (SEQ ID NO: 71) 



Target sequeiice 21: AAGATGACCGCTCTGACATCA .„ 
Position in gene sequence: 997 

GC content: 47.6% ■ 
Sense strand siRNA: GAUGACCGCUCUGACAUCAtt (SEQ ID NO: 73) 
Antisense strand siRNA: UGAUGUCAGAGCGGUCAUCtt (SEQ ID NO: 74) 



Target sequence 22: AACAACATCAACCACAACACA (SEQ ID NO : 75) _ 
Position in gene sequence: 1032 
GC content: 38.1% 

Sense strand SiRNA: CAACAUCAACCACAACACAtt (SEQ ID NO: 76) 
Antisense strand siRNA: UGUGUUGUGGUUGAUGUUGtt (SEQ ID NO: 77) 
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.Figure 3D 



Target sequence 23: AACATCAACCACAACACAGAG (SEQ ID NO: 78) 

Position in gene sequence: 1035 
GC content: 42.9% 

Sense strand siRNA: CAUCAACCACAACACAGAGtt (SEQ ID NO: 79) 
Antisense strand slRNA: CUCUGUGUUGUGGUUGAUGtt (SEQ ID NO: 80) 



Target sequence 24: AAGCTGAAGCAGAACACTTCA (SEQ ID NO: 81) 
Position in gene sequence: 1119 
GC content: 42.9% 

Sense strand SiRNA: GCUGAAGCAGAACACUUCAtt (SEQ ID NO: 81) 
Antisense strand siRNA: UGAAGUGUUCUGCUUCAGCtt (SEQ ID NO: 82) 



Target sequence 25: AAGCAGAACACTTCAGAGCAG (SEQ ID NO: 83) 

Position in gene sequence: 1125 
GC content: 47.6% 

Sense strand siRNA: GCAGAACACUUCAGAGCAGtt (SEQ ID NO: 84) 
Antisense strand siRNA 1 : CUGCUCUGAAGUGUUCUGCtt (SEQ ID NO: 85) 



Target sequence r^JS^p^ N0:i6) / ,' : 

Position in gene sequence: 1131 
GC content: 42.9% 

Sense strand siRNA: CACUUCAGAGCAGUUUGAGtt (SEQ ID NO: 87) 
Antisense strand siRNA: CUCAAACUGCUCUGAAGUGtt (SEQ ID NO: 88) 



Target sequence 27r^^ 
Position in gene sequence: 1164 
GC content: 42.9% 

Sense strand siRNA: GAUCUUUCCCUAUGAGGAGtt (SEQ ID NO: 90) 
Antisense strand siRNA: CUCCUCAUAGGGAAAGAUCtt (SEQ ID NO: 91) 



Target sequence 28: AAGAGAGAGAAGGACAfCTTC: (SEQ ID NO: 92). 

Position in gene sequence: 1197 
GC content: 42.9% 

Sense strand siRNA: GACAGAGAAGGACAUCUUCtt (SEQ ID NO: 93) 
Antisense strand siRNA: GAAGAUGUCCUUCUCUGUCtt (SEQ ID NO: 94) 



Target sequence 29: AAGGACATCTTCTCAGACATC (SEQ ID NO: 95) 
Position in gene sequence: 1206 
GC content: 42.9% 

Sense strand siRNA: GGACAUCUUCUCAGACAUCtt (SEQ ID NO: 96) 
Antisense strand siRNA: GAUGUCUGAGAAGAUGUCCtt (SEQ ID NO: 97) 
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Target sequence 30: AATCTGAAGCATGAGAACATA (SEQ ID NO: 98) 
Position in gene sequence: 1227 
GC content: 33.3% 

Sense strand siRNA: UCUGAAGCAUGAGAACAUAtt (SEQ ID NO: 99) 
Antisense strand siRNA: UAUGUUCUCAUGCUUCAGAtt (SEQ ID NO: 100) 



Target sequence 31: AAGCATGAGAACATACTCCAG (SEQ ID NO: 158) 
Position in gene sequence: 1233 
GC content: 42.9% 

Sense strand siRNA: GCAUGAGAACAUACUCCAGtt (SEQ ID NO: 101) 
Antisense strand siRNA: CUGGAGUAUGUUCUCAUGCtt (SEQ ID NO: 102) 



. Target sequence 32: MCATACTCCAGTTCCTGACG (SEQ ID NO: 103) 

Position in gene sequence: 1242 
GC content: 47.6% 

Sense strand siRNA: CAUACUCCAGUUCCUGACGtt (SEQ ID NO: 104) 
Antisense strand siRNA: CGUCAGGAACUGGAGUAUGtt (SEQ ID NO: 105) 



Target sequence 33:"aAGACGGAGTJG_GGGAM<^(SEQ ip_NO_: 106) _ 
Position in gene sequence: 1275 
GC content: 47.6% 

Sense strand siRNA: GACGGAGUUGGGGAAACAAtt (SEQ ID NO: 107) 
Antisense strand siRNA: UUGUUUCCCCAACUCCGUCtt (SEQ ID NO: 108) 



Target sequence 34?' AM^TACTGQ^^CC (SE9 ID Np: 109). 
Position in gene sequence: 1290 
GC content: 42.9% 

Sense strand siRNA: ACAAUACUGGCUGAUCACCtt (SEQ ID NO: 110) 
Antisense strand siRNA: GGUGAUCAGCCAGUAUUGUtt (SEQ ID NO: 111) 



Target sequence 35: AAGAGCTCCM^ATCCTCGTG (SEQ ID- NO: 112) 

Position in gene sequence: 1476 
GC content: 47.6% 

Sense strand siRNA: GAGCUCCAAUAUCCUCGUGtt (SEQ ID NO: 113) 
Antisense strand siRNA: CACGAGGAUAUUGGAGCUCtt (SEQ ID NO: 114) 



Target sequence 36: MTATCCTeGTGAAGAACGAC (SEQ ID NO: 115) 

Position in gene sequence: 1485 

GC content: 42.9% ^ ^ 

Sense strand siRNA: UAUCCUCGUGAAGAACGACtt (SEQ ID NO: 116) 

Antisense strand siRNA: GUCGUUCUUCACGAGGAUAtt (SEQ ID NO: 117) 
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Target sequence 37: AACTGCAAGATACATGGCTCC (SEQ ID NO: 118) ' 
Position in gene sequence: 1595 
GC content: 47.6% 

Sense strand siRNA: CUGCAAGAUACAUGGCUCCtt (SEQ ID NO: 119) 
Antisense strand siRNA: GGAGCCAUGUAUCUUGCAGtt (SEQ ID NO: 120) 



Target sequence 38: AAGATACATG GCTCCAG AAGT (SEQ ID NO:_121) 
Position in gene sequence: 1601 
GC content: 42.9% 

Sense strand siRNA: GAUACAUGGCUCCAGAAGUtt (SEQ ID NO: 122) 
Antisense strand siRNA: ACUUCUGGAGCCAUGUAUCtt (SEQ ID NO: 123) 



Target sequence 39: AAGTCCTAGAATGCAGGATGA (SEQ ID NO : 124) ■ 
Position in gene sequence: 1618 
GC content: 42.9% 

Sense strand siRNA: GUCCUAGAAUCCAGGAUGAtt (SEQ ID NO: 125) 
Antisense strand siRNA: UCAUCCUGGAUUCUAGGACtt (SEQ ID NO: 126) 

Target sequence 40: AATCCAGGATGAATTTGGAGA (SEQlD NO_l27) _ . 
Position in gene sequence: 1627 
GC content: 38.1% 

Sense strand siRNA: UCCAGGAUGAAUUUGGAGAtt (SEQ ID NO: 128) 
Antisense strand siRNA: UCUCCAAAUUCAUCCUGGAtt (SEQ ID NO: 129) 



Position in gene sequence: 1638 
GC content: 42.9% 

Sense strand siRNA: UUUGGAGAAUGCUGAGUCCtt (SEQ ID NO: 131) 
Antisense strand siRNA: GGACUCAGCAUUCUCCAAAtt (SEQ ID NO: 132) 



Target sequence 42: MTGCTGAGTCCTTC^GCAG (SEQ ID.NQ: 133) 
Position in gene sequence: 1647 
GC content: 47.6% 

Sense strand siRNA: UGCUGAGUCCUUCAAGCAGtt (SEQ ID NO: 134) 
Antisense strand siRNA: CUGCUUGAAGGACUCAGCAtt (SEQ ID NO: 135) 



Target sequence 43: AAATGAC^TCTCGCTGTAATG (SEQ ID NO: 136) 

Position in gene sequence: 1702 
GC content: 38.1% 

Sense strand siRNA: AUGACAUCUCGCUGUAAUGtt (SEQ ID NO: 137) 
Antisense strand siRNA: CAUUACAGCGAGAUGUCAUtt (SEQ ID NO: 138) 
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Target sequence "44: AATGCAGTGGGAGAAGTAAAA (SEQ ID NO: 139) 
Position in gene sequence: 1719 
GC content: 38.1% 

Sense strand siRNA: UGCAGUGGGAGAAGUAAAAtt (SEQ ID NO: 140) 
Antlsense strand siRIMA: UUUUACUUCUCCCACUGCAtt (SEQ ID NO: 141) 

Target sequence 45 : - AAGATTATGAGCCTCCATTTG (SEQ ID NO : 142) 
Position in gene sequence: 1738 
GC content: 38.1% 

Sense strand siRNA: GAUUAUGAGCCUCCAUUUGtt (SEQ ID NO: 143) 
Antisense strand siRNA: CAAAUGGAGGCUCAUAAUCtt (SEQ ID NO: 144) 

Target sequence ^^46: AAAGCATGAAGGACAACGTGT (SEQ ID NO: 145) ' 
Position in gene sequence: 1789 
GC content: 42.9% 

Sense strand siRNA: AGCAUGAAGGACAACGUGUtt (SEQ ID NO: 146) 
Antisense strand siRNA: ACACGUUGUCCUUCAUGCUtt (SEQ ID NO: 147) 



Position in gene sequence: 1797 
GC content: 42.9% 

Sense strand siRNA: GGACAACGUGUUGAGAGAUtt (SEQ ID NO: 149) 
Antisense strand siRNA: AUCUCUCAACACGUUGUCCtt (SEQ ID NO: 150) 

Tai^rt"sequwce^ (^i^NO^lSl) ■ 

Position in gene sequence: 1831 
GC content: 47.6% 

Sense strand siRNA: AUUCCCAGCUUCUGGCUCAtt (SEQ ID NO: 152) 
Antisense strand siRNA: UGAGCCAGAAGCUGGGAAUtt (SEQ ID NO: 153) 

Position in gene sequence: 2011 

GC content: 47.6% _ ^ _ 

Sense strand siRNA: GACGGCUCCCUAAACACUAtt (SEQ ID NO: 155) 
Antisense strand siRNA: UAGUGUUUAGGGAGCCGUCtt (SEQ ID NO: 156) 
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Fig. 4 
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